The Klebsiella pneumoniae phages SopranoGao, MezzoGao, and AltoGao were isolated from the Seneca Wastewater Treatment Plant in Germantown, MD. The following reports the complete genome sequence of these bacteriophages and describes their major features.
classified as belonging to the Siphoviridae family, Tunavirinae subfamily, and Kp36virus genus. The nearest neighbors (identity range 88 to 90%) of AltoGao are Klebsiella phage vB_KpnP_SU503, Klebsiella phage KP34, Klebsiella phage vB_KpnP_KpV41, and Klebsiella phage vB_KpnP_SU552A. All of these phages are classified as belonging to the Podoviridae family and Autographivirinae subfamily. Thus, MezzoGao and AltoGao are members of groups of closely related K. pneumoniae phages. Accession number(s). The complete and annotated genomes of bacteriophages SopranoGao, MezzoGao, and AltoGao have been deposited in GenBank under the accession numbers MF612073, MF612072, and MF612071, respectively.
